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WH 260.1 498.9 924.2 3,108.7 8.6 15.2 20.5
UK 446.7 494.6 899.8 2,370.8 8.4 8.3 15.2 20.0
D614G 286.8 493.9 857.6 2,2474 6.2 14.0 17.2
HexaPro 535.8 7.7
HexaPro EHAAL 4974 6.3
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